
0 0.02 0.04 0.06 0.08
0

0.5

1.0

1.5

2.0

2.5

3.0

3.5

4.0

4.5

Standard Deviation in Res Score

S
in

gl
e 

S
ite

 E
nt

ro
py

R = 0.4516

Little and Chen, Figure S1

Figure S1. Within-site Res score variability correlates with entropy 
The entropy of each site is plotted against the standard deviation of Res scores at that site. 
This suggests that sites with higher variation in amino acid composition are more likely 
to exhibit spuriously high Res scores when measured with multiple partner sites. 


